Molecular assessment of atopic dermatitis and psoriasis samples collected using a non-invasive sample collection technique.
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Background Results

> Updates in the molecular understanding of common and often debilitating skin diseases such as
atopic dermatitis (AD) and psoriasis led to the development of multiple targeted systemic
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> To obtain a molecular profile from AD and psoriasis samples collected using a non-invasive
sample collection technique with the goal of developing a test to guide therapy selection for AD
and psoriasis. 201
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